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Combining R and FIJI to detect and characterize

Cells on tissue slices



Introduction

Objective:
Pet study for FIJI <-> R cross-talk with heavy calculations
on FIJI side



Introduction

Context: Study of muscular atrophy

Model: Mouse Tibialis Anterior transversal section

Classical approach: Manual annotation



Introduction

12h of manual annotation



Introduction

• Standard tool for image analysis
• Easy and fast programming
• Basic plot possibilities
• No statistics implemented
• No native solution for reports
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• Standard tool for data visualization
• Statistics implemented
• ggplot!!!
• Rmarkdown
• Shiny
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Cells detection

5 candidates search engines

Coarse Grain Fine Grain Whole tissue



Cells detection

1 local refinement engine

Candidate Enlarged Refinement Validation



Communication chunk in Rmarckdown



User friendly PDF output



Improvements

• Increase traceability (CPU type, memory, OS,
softwares versions).
• Fingerprint on graphs and output files for analyses
with various parameters.


